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Outline

ÅmyGrid/taverna workflow workbench

ÅUtopia visualisation toolkit

ÅLinking by semantics

ÅIntegration experiences - Case Study



myGrid Project 

ÅSuite of components designed to support in 

silico experiments in biology

ÅTaverna workbench ïmain user interface 

ÅSemantic service discovery components

ÅProvenance components



myGrid in Use

Å~35,000 downloads

ÅUsers worldwide 

US, Singapore, UK, 
Europe, Australia

Å Systems biology

Å Proteomics

Å Gene/protein annotation

Å Microarray data analysis

Å Medical image analysis

Å Heart simulations

Å High throughput screening

Å Genotype/Phenotype studies

Å Health Informatics

Å Astronomy

Å Chemoinformatics

Å Data integration


